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Figure 2 



OH4384 cst-l locus (3.92 kb) 
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OH4382/OH4384 LOS biosynthesis locus (11.47 kb) 
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NCTC 11168 LOS biosynthesis locus (13.48 kb) 
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Figure 3 



0H4384 MKKVIIAGNGPSLKEIDYSRLPNDFDVFRCNQFYFEDKYYLGKKC 45 

0:19 MKKVIIAGNGPSLKEIDYSRLPNDFDVFRCNQFYFEDKYYLGKKC 4 5 

Cst - 1 MTRTRMENELIVSKNMQNII IAGNGPSLKNINYKRLPREYDVFRCNQFYFEDKYYLGKKI 60 

11168 MSMNINALVCGNGPSLKNIDYKRLPKQFDVFRCNQFYFEDRYFVGKDV 48 

Hi ORF 
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OH4384 
0:19 
Cst-I 
11168 
Hi ORF 



KAVFYNPILFFEQYYTLKHLIQNQEYETELIMCSNYNQAHLENENFVKTFYDYFPDAHLG 105 
KAVFYTPNFFFEQYYTLKHLIQNQEYETELIMCSNYNQAHLENENFVKTFYDYFPDAHLG 105 
KAVFFNPGVFLQQYHTAKQLILKNEYEIKNIFCSTFNLPFIESNDFLHQFYNFFPDAKLG 120 
KYVFFNPFVFFEQYYTSKKLIQNEEYNIENIVCSTINLEYIDGFQFVDNFELYFSDAFLG 10 8 
MQLIKNNEYEYADII LSSFVNLGDSELKKI KNVQKLLTQVDIG 4 3 
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OH43 84 
0:19 
Cst-I 
11168 
Hi ORF 



YTDFFKQLKDFNAYFKFHEIYFNQRITSGVYMCAVAIALGYXEIYLSGIDFYQN-GSSYAF 164 

YDFFKQLKEFNAYFKFHBIYFNQRITSGVYMCAVAIALGYKEIYLSGIDFYQN-GSSYAF 164 

YEVIENLKEFYAYIKYNBIYFNKRITSGVYMCAIAIALGYKTIYLCGIDFYEG-DVIYPF 179 

HE 1 1 KKLKDFFAYI KYNEI YNRQRITSGVYMCATAVALGYXS I YI SGIDFYQDTNNLYAF 168 

HYTLNKLPAFDAYIjQYNELY^NKRITSGVYMCAVATVMGYKDLYLTGIDFYQEKGNPYAF 103 
* A * ** * * A * A ********** * A *** A * A *****^ *** 



OH43 84 
0:19 
Cst-I 
11168 
Hi ORF 



DTKQKNLLKLAPNFKNDNSHYI GHS KNTD I KALEFLEKTYKI KLYCLCPNSLLANF I ELA 224 

DTKQENLLKLAPDFKNDRSHYIGHS KNTD I KALEFLEKTYKI KLYCLCPNSLLANF I ELA 224 

EAMSTNI KTI FPGI K- DFKPSNCHSKE YD I EALKLLKS I YKVNI YALCDDS I LANHFPLS 23 8 

DNNKKNLLNKCTGFKNQKFKFINHSMACTLQALDYLMKRYIDVNIYSLiNSD EYFKLA 224 

HHQKENI I KLLPS FSQNKSQSD I HSME YDLNAL YFLQKHYGVNI YC I S PES PLCNYFPLS 163 



OH4384 
0:19 
Cst-I 
11168 
Hi ORF 



PNLN - SNF 1 1 QEK - NNYTKD I L I P S S E AYGKFS KN INFKKIK- IKENIYYK 272 

PNLN-SNFI IQEK-NNYTKDILIPSSEAYGKFSKN INFKKIK- IKENVYYK 272 

ININ-NNFTLENKHNNSINDILLTDNTPGVS FYKNQLKADNKIMLNFYNIIjHSKDNLIKF 297 

PDIG-SDFVLSKKPKKYINDILIPDKYAQERYYGK KSR-LKENLHYK 269 

PLNNPITFILEEK-KNYTQDILIPPKFVYKKIGIYS KPR-IYQNLIFR 209 

A A * ^ AA ***<*^ * * 



OH43 84 
0:19 
Cst-I 
11168 
Hi ORF 



LIKDLLRLPSDIKHYFKGK 291 

LI KDLLRLPSDIKHYFKGK 291 

LNKEIAVLKKQTTQRAKARIQNHLS 322 

LIKDLIRLPSDIKHYLKEKYANKNR 294 

LIWDILRLPNDIKHALKSRKWD 231 



Figure 4 



Lac- Gal-p-l,4-Glc-FCHASE ► Gal-p-l,4-Glc-FCHASE GM3- 

(904.19 Da) , Cst_l I a- 2,3 , (1195.08 Da) 



| Cst-ll Neu5 * c | 



CgtA 



GD3- Gal-p-l,4-Glc-FCHASE GalNAc-p-l,4-Gal-p-l,4-Glc-FCHASE GM2- 

(1486.33 Da) |a-2,3 |a-2,3 (1398.63 Da) 

Neu5Ac Neu5Ac I _ t _ 

la-2,8 I C 9 tB 



Neu5Ac 



Gal-p-l,3-GalNAc-p-l,4-Gal-p-l,4-Glc-FCHASE GM1 a- 

| a- 2,3 (1560.60 Da) 
Neu5Ac 1 Cst-I or 
Cst-ll 
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Neu5Ac-a-2,3-Gal-p-l,3-GalNAc-p-l,4-Gal-p-l,4-Glc-FCHASE GD1 a- 

| a-2,3 , (1851.80 Da) 

Neu5Ac 

Cst-ll 
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NeuSAc-a-Z^-Gal-p-l^-GalNAc-p-l^-Gal-p-l^-Glc-FCHASE GT1a 

| a-2,8 | a-2,3 (2142.46 Da) 

Neu5Ac NeuSAc 



